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e Lymphoma Non- of gene expression was calculated in terms of cycle threshold values (Ct). We conducted
Hodgkin Pearson’s and Spearman’s correlations, Fisher's exact test, and one-way analysis of
e MicroRNA-155 variance and Games-Howell post-hoc test, with the level of significance at 0.05.
e Polymerase chain Results. The expression of miR-155 was independent of sex and age in each study group.
reaction In comparison with healthy subjects (-ACt£SD: -2.29+1.92), miR-155 expression

increased in DLBCL (2.49 £1.01), and rheumatoid arthritis (2.30 +1.34) patients, but did
not change in adults with Burkitt’s lymphoma (-1.29 £2.11).

Conclusion. MiR-155 was significantly elevated in the sera of patients with DLBCL, and
rheumatoid arthritis. Further studies with larger sample sizes are needed to assess the
diagnostic and therapeutic applications of miR-155 in these patients.

Practical Implications. The expression of miR-155 increases in sera of patients suffering
from DLBCL, and rheumatoid arthritis. The expression of miR-155 was independent of
sex and age of patients in this study.
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Extended Abstract

Background transcriptionally regulates hematopoiesis,

Cancers and chronic inflammatory diseases  oncogenesis, and inflammation. We investigated the
impose a considerable burden on individuals and  expression levels of miR-155 in sera of patients with
populations. MicroRNA-155 (miR-155) post-
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Burkitt’s lymphoma, diffuse large B-cell lymphoma
(DLBCL), and rheumatoid arthritis.

Methods

In this cross-sectional observation, we used real-
time polymerase chain reaction to evaluate expression
of miR-155 in sera of Iranian adults who were healthy
or had Burkitt’s lymphoma, DLBCL, or rheumatoid
arthritis. Of 121 collected whole blood samples, 14
were excluded from the study because the participants
were younger than 18 years, had history of other
malignancies, underwent treatments for cancer,
and/or the
inappropriate. We extracted total RNA from buffy

specimens were insufficient or
coat layer of the blood sample. The concentration of
the extracted RNA was determined by optic
absorbance at 260 nm. All samples also showed
distinct 28s rRNA and 18s rRNA bands in agarose gel
(1.2%

electrophoresis, implying the quality and integrity of

agarose, and ethidium bromide)
the eluted RNA. We adapted an original sequence
from the literature and designed a stem-loop forward
primer for miR-155 gene amplification. Some base-
pairs of the original stem were substituted in order to
optimize the melting temperature. Nucleotides were
also added to the 5’ end to make the primer more
specific. Real-time polymerase chain reaction was
carried out through the following thermocycling
conditions: polymerase activation at 95 °C for 15
seconds, followed by 45 cycles of denaturation at 94
°C for 15 seconds, annealing at 55 °C for 30 seconds,
and extension at 65 °C for 35 seconds. Melting curve
analysis was performed between 55 °C and 95 °C with
increments of 0.5 °C every three seconds. U6B small
nuclear RNA (RNU6B) gene was used as an
endogenous control. The relative quantification of
gene expression was calculated in terms of cycle
threshold values (Ct) by subtracting the Ct values of
RNU6B from the Ct values of miR-155. We
conducted Pearson’s and Spearman’s correlations,

Fisher's exact test, and one-way analysis of variance
and Games-Howell post-hoc test, with the level of
significance of 0.05.

Results

Of 107 included samples, 15 were inappropriate
for processing and analysis. We finally analyzed the
data of 92 participants 59 of whom (64.1%) were men.
The expression of miR-155 was independent of sex
and age in the study groups; the coefficients [95%
confidence interval] of Pearson’s correlation between
age (1-year increments) and miR-155 expression in
Burkitt’s lymphoma, DLBCL, and rheumatoid
arthritis patients were 0.21 [(-0.16)-0.56], 0.35 [(-
0.01)-0.71], and -0.18 [(-0.51)-0.16], respectively. The
coefficients [95% confidence interval] of Spearman’s
correlation  between female sex and miR-155
expression in Burkitt’s lymphoma, DLBCL, and
rheumatoid arthritis patients were 0.30 [(-0.04)-0.64],
20.06 [(-041)-0.30], and -0.30 [(-0.60)-0.03],
respectively. In comparison with healthy participants
(-ACt: -2.29 [tstandard deviation: 1.92]), miR-155
expression increased (P<0.001) in DLBCL
(2.49+1.01), and rheumatoid arthritis (2.30 *1.34)
patients, while it did not change (P=0.431) in adults
with Burkitt’s lymphoma (-1.29+2.11). The expression
of miR-155 in DLBCL and rheumatoid arthritis
patients was statistically the same (P=0.930).

Conclusion

According to our observation, miR-155 expression
increased in the sera of patients suffering from
DLBCL, or rheumatoid arthritis. The expression was
independent of sex and age in this study. Further
studies with larger sample sizes are needed to assess
the diagnostic and therapeutic applications of miR-
155 in these patients.
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